Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.007 Å; disorder in main residue; R factor = 0.079; wR factor = 0.186; data-to-parameter ratio = 13.3.
The title compound, C 15 H 10 ClF 3 N 2 O 3 , is considered to belong to a fourth generation of insecticides with properties such as high selectivity, low acute toxicity for mammals and high biological activity. The dihedral angle between the two benzene rings is 59.3 (2) . Intramolecular C-HÁ Á ÁO and N-HÁ Á ÁO hydrogen bonds are observed. Intermolecular N-HÁ Á ÁO hydrogen bonding generates a centrosymmetric dimer. The F atoms are disordered over two positions; the site occupancy factors are 0.52 and 0.48. Table 1 Hydrogen-bond geometry (Å , ). Symmetry code: (i) Àx þ 1; Ày þ 1; Àz þ 1.
Related literature
Data collection: CAD-4 Software (Enraf-Nonius, 1989); cell refinement: CAD-4 Software; data reduction: XCAD4 (Harms & Wocadlo, 1995); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXTL.
Experimental
The title compound, (I), was prepared according to the literature method (Qiu et al., 1981) . The crystals suitable for X-ray analysis were obtained by dissolving (I) (0.1 g) in acetonitrile (25 mL) and evaporating the solvent slowly at room temperature for about 6 d.
Refinement
H atoms were positioned geometrically, C-H = 0.93 Å for aromatic, N-H = 0.86 Å for amido H, and constrained to ride on their parent atoms, with U iso (H) = xU eq (C,N), where x = 1.2 for all the H atoms.
Trifloromethyl group was disordered over two sites, occupancies were refined and converged to 0.52 and 0.48, respectively. Fig. 1 . The molecular structure of (I) with the atom-numbering scheme. Displacement ellipsoids are drawn at the 50% probability level. Intramolecular hydrogen bonds are shown by dased lines. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
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